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Supplementary TSupplementary TSupplementary TSupplementary TSupplementary Table 1.able 1.able 1.able 1.able 1. Primers for amplification of full-length sequences of DEF2

Primer NamePrimer NamePrimer NamePrimer NamePrimer Name Primer sequence (5’-3’)Primer sequence (5’-3’)Primer sequence (5’-3’)Primer sequence (5’-3’)Primer sequence (5’-3’)

DEF2- FP GTCCATGGTCTAGCCATGGCCGTATGTA
DEF2- RP CGTCTAGATCAACGTTTGCCAAAACCAA

Supplementary data
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Supplementary TSupplementary TSupplementary TSupplementary TSupplementary Table 2able 2able 2able 2able 2. SOE-ing primers utilized for development of transgene
cassettes

ConstructConstructConstructConstructConstruct Primer namePrimer namePrimer namePrimer namePrimer name Primer sequence (5’ – 3’)Primer sequence (5’ – 3’)Primer sequence (5’ – 3’)Primer sequence (5’ – 3’)Primer sequence (5’ – 3’)

pDEF2 (over- DEF2 SO-1 TCGACTAGTTCTCATCCCCTTTTAAACCAA
expression DEF2 SO-2 TACATACGGCCATGGCTAGACCATGTGTATGTT
cassette) TTTAATCTTGTTTGTATTG

DEF2 SO-3 CAATACAAACAAGATTAAAAACATACACATGG
TCTAGCCATGGCCGTATGTA

DEF2 SO-4 CGGGTACCGAGCTCGAATTCTCAACGTTTGCCA
AAACCAA

DEF2 SO-5 TTGGTTTTGGCAAACGTTGAGAATTCGAGCTCG
GTACCCG

DEF2 SO-6 ACGTCTAGAAAGCTTGGTACAATCAGTAAA TTG

pASDEF2 ASDEF2 SO-1 TCGACTAGTTCTCATCCCCTTTTAAACCAA
(antisense ASDEF2 SO-2 TTGGTTTTGGCAAACGTTGAGTGTATGTTTTTA
cassette) ATCTTGTTTGTATTG

ASDEF2 SO-3 CAATACAAACAAGATTAAAAACATACACTCAAC
GTTTGCCAAAACCAA

ASDEF2 SO-4 CGGGTACCGAGCTCGAATTCATGGTCTAGCCA
TGGCCGTATGTA

ASDEF2 SO-5 TACATACGGCCATGGCTAGACCATGAATTCGAG
CTCGGTACCCG

ASDEF2 SO-6 ACGTCTAGAAAGCTTGGTACAATCAGTAAATTG
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Supplementary Fig. 1.Supplementary Fig. 1.Supplementary Fig. 1.Supplementary Fig. 1.Supplementary Fig. 1. cDNA sequence alignment of DEF2 homologs ‘a’ and ‘b’ from
Brassica juncea var. Varuna. Polymorphisms are highlighted in yellow boxes
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Supplementary Fig. 2.Supplementary Fig. 2.Supplementary Fig. 2.Supplementary Fig. 2.Supplementary Fig. 2. Amino acid sequence alignment of DEF2 homologs ‘a’ and ‘b’
from Brassica juncea var. Varuna. Polymorphisms are highlighted in yellow boxes
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Supplementary Fig. 3.Supplementary Fig. 3.Supplementary Fig. 3.Supplementary Fig. 3.Supplementary Fig. 3. cDNA sequence alignment of DEF2 homologs ‘a’ and ‘b’ from
Brassica juncea var. Heera. Polymorphisms are highlighted in yellow boxes.
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Supplementary Fig. 4.Supplementary Fig. 4.Supplementary Fig. 4.Supplementary Fig. 4.Supplementary Fig. 4. Amino acid sequence alignment of DEF2 homologs ‘a’ and ‘b’
from Brassica juncea var. Heera. Polymorphisms are highlighted in yellow boxes
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Supplementary Fig. 5.Supplementary Fig. 5.Supplementary Fig. 5.Supplementary Fig. 5.Supplementary Fig. 5. Comparative alignment of cDNA sequences for DEF2 homolog
‘a’ in Brassica juncea vars. Varuna and Heera. Polymorphisms are highlighted in yellow
boxes
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Supplementary Fig. 6.Supplementary Fig. 6.Supplementary Fig. 6.Supplementary Fig. 6.Supplementary Fig. 6. Comparative alignment of amino acid sequences for DEF2
homolog ‘a’ in Brassica juncea vars. Varuna and Heera. Polymorphisms are highlighted
in yellow boxes.

Supplementary Fig. 7.Supplementary Fig. 7.Supplementary Fig. 7.Supplementary Fig. 7.Supplementary Fig. 7. Superimposed structure of DEF2 homolog ‘a’ protein from
Varuna (beige) vs Heera (green). The models were generated using SWISS-MODEL
and superimposed using ChimeraX
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Supplementary Fig. 8.Supplementary Fig. 8.Supplementary Fig. 8.Supplementary Fig. 8.Supplementary Fig. 8. Comparative alignment of cDNA sequences for DEF2 homolog
‘b’ in Brassica juncea vars. Varuna and Heera.
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Supplementary Fig. 9.Supplementary Fig. 9.Supplementary Fig. 9.Supplementary Fig. 9.Supplementary Fig. 9. Comparative alignment of amino acid sequences for DEF2
homolog ‘b’ in Brassica juncea vars. Varuna and Heera.


